This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



mm SEQUENCE LISTING 
ERROR REPORT 



BIOT^C^QLOGY 
BRANCH . 4 




The Biotechnology Systems Branch of the StieritifitlSd Te Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number 
Source: 

Date Processed by STIC 



_Jf^ — 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin30help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://www.uspto.gov/web/offices/pac/checker 




Raw Sequence Listing Er-Wr Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



-~ #<ae e- 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



Wrapped Nucleics 



Wrapped Aminos 



The numberAext at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved In a word processor after creating it. . . 

Please adjust your right margin to .3, as this will prevent "wrapping". 

The amino acid- numberAext at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incor/ect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



The numbering under each 5th amino acid Is misaligned. This may be caused by the" use of tabs 
between the numbering. It is recommended to delete any tabs and use spaclngTetvv^en fhe numbers. 

. This file was not saved in ASCII (DOS) text, as required by me Sequence Rules. 
Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the_ 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



10 



11 

12 jj 



Skipped Sequences 
(NEW RULES) 



Use of n's" or Xaa's 
(NEW f&Jl_£S)* 



Use of <213>Organism 
(NEW RULES) 

a 

Use of <220>Feature 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
*400> sequence id number 
000 

Use of n's and/orJCaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



Sequence(s) , 



are missing this mandatory field or its response. 



37 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificial" or "Unknown" - - 

Please explain source of genetic material in <220> lo <223> section. 

(See "Federal Register," 6/01/98, Vol. 63', No. 104, pp. 29631-32) <sec. 1.823 of new Rules) 



13 



Patentln ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
"fite'TelTaUing in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 34,84 7 



DATE: 12/28/2000 
TIME: OB: 33:18 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12 2 82 0 0 0\I7 34 84 7.raw 




6 
7 
£1 
9 
10 
11 
12 



4 



<110> APPLICANT: Bennett, C. Frank 
Crooke, Stanley T. 
Ma nob a ra n . Mu t h i a h 
Wyatt, Jacqueline R. 
B^ker, Br end a F. 
Hon la, BretL P. 
Froir, Susan 
McKay, Robert 
Karras, James G. 




i 



1.4 <120> TITLE OF INVENTION: Alteration of Cellular Behavior by Antisense Modulation of mRNA Processing 
16 <130> FILE REFERENCE: ISPH-05 2 4 



> 18 <140> CURRENT APPLICATION NUMBER: US/09/7 34,84 7 
18 <141> CURRENT FILING DATE: 2000-12-12 

18 <150> PRIOR APPLICATION NUMBER: 09/167,921 

19 <151> PRIOR FILING DATE: 1998-10-07 

21 <150> PRIOR APPLICATION NUMBER: 09/277,020 

22 <151> PR TOR FILING DATE: 1999-03-26 
24 <160> NUMBER OF SEQ ID NOS : 71 

26 <170> SOFTWARE: FastSEQ for V7in clows Version 4.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH : 2 0 

30 <212> TYPE: UNA 

31 <213> ORGANISM: Artificial Sequence 

33 <220> FEATURE: 

34 <223> OTHER INFORMATION: Antisense Oligonucleotide 
36 <4 00> SEQUENCE: 1 

3 7 caaggacttc ctttcctttc 20 
39 <2.10> SEQ ID NO: 2 

4 0 <211> LENGTH: 2 0 

41 <212> TYPE: DNA 

42 <2I3> ORGANISM: Artificial Sequence 
4 4 <22 0> FEATURE: 

45 <223> OTHER INFORMATION: Antisense Oligonucleotide 
4 7 <4 00> SEQUENCE: 2 

4 8 gccattctac caaggacttc 20 

50 <210> SEQ ID NO: 3 

51 <2"1 1> LENGTH : 20 

52 <212> TYPE: DMA 

5 3 <213> ORGANISM : Artificial Sequence 

5 5 <220> FEATURE: 

56 <223> OTHER INFORMATION: AnLisense Oligonucleotide 

58 <4 00> SEQUENCE: 3 

59 acaatgagat gccattctac 20 
61 <2.10> SEQ TD NO: 4 

6 2 <211> LENGTH: 2 0 
6 3 <212> TYPE: DNA 

64 <213> ORGANISM: Artificial Sequence 




file://C:\CRF3\Outhold\VsrI734847.htm 
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RAW SEQUENCE LISTING 

PATENT APPL JCATION : US/09/7 34 , 84 7 



DATE: .1.2/28/2000 
TIME: 08:33:18 



Input; Set 
Output Set 



A:\ES.txt 

N:\CRF3\12 2 820 00\I7 34 84 7 .raw 



66 
6 7 
69 
70 



<2 20> FEATURE: 
< 2 2 >; > OTI] E R I N FO RM AT I O N 
<4 0 0> SEQUENCE: 4 
tgttgggagc acaatgagat 



An tisense Oligonucleotide 



20 



72 <210> SEQ ID NO: 5 

73 <21.l> LENGTH: 20 

74 <-212> TYPE: DWA 

7 5 <213> ORGANISM: Artificial Sequence 
7 7 <2 20> FEATURE: 

7 8 <2 2 3> OTHER INFORMATION: An tisense Oligonucleotide 

80 <4 00> SEQUENCE: 5 

81 agcaqgcaqc tqiitqggagc 2 0 

83 <210> SEQ ID NO: 6 

84 <211> LENGTH: 2 0 

85 <2I2> TYPE: DNA 

86 <213> ORGANISM: Artificial Sequence 
8Bv <2 2 0> FEATURE: 

89 023> OTHER INFORMATION: Antisense Oligonucleotide 

91 <4 0()> SEQUENCE: 6 

92 tqagaaqatt aacaaqaega 20 
94 <210> SEQ ID NO: 7 

9 5 <2.ll> LENGTH: 2 0 
96 <212> TYPE: DNA 

9 7 <213> ORGANISM: Artificial Sequence 

9 9 <2 20> FEATURE: 

.100 <223> OTHER INFORMATION: Antisense Oligonucleotide 
102 <4 00> SEQUENCE: 7 

10 3 tgeagatgaq tgagaagatt 2 0 
10 5 <210> SEQ ID NO: 8 

106 <211> LENGTH: 2 0 
10 7 <212> TYPE: DNA 

108 <213> ORGANISM: Artificial Sequence 

110 <2 20> FEATURE: 

111 <223> OTHER INFORMATION: Antisense Oligonucleotide 

113 <400> SEQUENCE: 8 

114 actctgcaga tgagtgagaa 20 

116 <21.0> SEQ ID NO: 9 

117 <21.1> LENGTH: 3 571 

118 <212> TYPE: DMA 

119 <213> ORGANISM: Kus musculus 

121 <4.00> SEQUENCE: 9 

122 gaaataattg gtaaacacag aaaatgtttc aatagaaaaa agaggaaaca gaacaetgtg 60 

123 tiagocctgtt atcagcagag acagagctaa cgctgqggat accaaactag aagaagetca 120 
.124 ctggacaggt cccggLat.gc agttchattt Ltgttgatgg ctetgt.atct aatgtgttea 180 

125 tttgtaccaa ggatctaacc agggtcttcc agagtctgag caagcttctc ccactgagct 24 0 

126 acatcacagc cccctgttta ttggaagaag aaatacttac acctutccag tattcggcta 300 

127 ccatggtgcc tgtgttacta attcttgtgg gagctttggc aacactgcaa gctgacttac 360 

128 ttantcacaa aaagttttta cttctaccac clgtcaattt taccattaaa gccactggat 420 

129 tagctcaagt tctttlacac tgggacccaa atcctgacca agagcaaagg catgtLgatc 4 80 



fiie://C:\CRF3\Outhold\VsrI734847.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/734 , 84 7 



DATJ3: .12/2 8/2000 
TIME: Ob: 33: 18 



Input; Set : A:\ES.txt 

Output Set: N:\CRF3\12 2 820 0 0\l7 34 8 4 7.raw 



130 
131 
132 
133 
134 
135 

13 6 
137 
133 
139 

14 0 
141 
14 2 
14 3 
144 
14 5 
14 6 
14 7 
14 8 

14 9 
150 
151 
152 

15 3 
154 
155 
1 56 

15 7 
158 
159 

1 6 0 
1 6 1 

16 2 
163 
.164 
165 
3 66 
167 
163 
.1 6 9 
170 
171 
.172 
J 73 

17 4 
175 
176 
1 77 
17 8 



tagagtatca 
□aagcaaa tg 
agagcaycea 
qatctcctqg 
acacccactt 
cccctgagga 
aagaatacag 
tcaacagcaa 
caatcaaycc 
ggaatg tcac 
ctgcct ttcc 
acattcagaa 
catattcea t 
gcyagtgyag 
tcatty tgcl 
tqtqtcattt 
ate tccc tgt; 
attgtgtgga 
ccattctgaa 
caagyaggta 
cagcacctgg 
gtgag ttcc a 
aaacaaacaa 
gagtcaccaa 
qca taqcace 
ataccag t gt 
ttttt.Laagc 
ctacaytgac 
tttcctgueg 
agtttccttt 
aaagactatg 
aaagtaagtt 
tgagygcctg 
aacaaaacag 
ga Lccatggg 
gay aaatggt 
tetgccctaa 
gagagaagac 
a tga ca tga g 
gtacttccca 
cttagtcaat 
tytattctet 
acatagaagc 
gtggtagtta 
acaagagaya 
gtctgggttt 
tttccttcca 
coca Ltctaa 
tg ttttgcaa 



cgtgaaaat.a 
tgtgaccccc 
tacaactctg 
aacctcgg tt 
aaygcoatac 
cacaeag ta L 
cagagatgca 
agggtttgaa 
ctttgatcag 
aytgyaaatt 
ayatoattgc 
yqaaaaacty 
tcaagtgaga 
tcaacctatt 
cccaacayct 
atgqaccagg 
qgttactgaa 
agaggttyqa 
atgaactcat 
tttcaaatga 
gatgcacaqa 
ggacagccag 
acaaaaatga 
Lgtcceattt 
agactcaecc 
gtctttgaaa 
taaty tcaca 
aggaggaaag 
caagtgggag 
ctagaact.gt 
tcocacatqt 
taagtcaccq 
aga ttgatca 
tgcaagaayc 
aa ttg t;agt.1: 
cttaaaaatt 
atatgcatac 
agaagcttgt 
aaagaoa t Lg 
aagagalig Lt 
tcLaatctot 
aaatatcttc 
aaacacac tt 
ttttacatag 
gagctatgtc 
ggtggttgta 
tcacagctot 
gaagcagLga 
a ttgtgtgcc 



a a Lqccccae 
cttca Lgaag 
gccagcagtt 
acgaatttaa 
caagty tccc 
ttcctatact 
otqaacagaa 
cage ttg cty 
otgttcagtc 
g a a a g c a a 1 t 
tttaactatg 
a tcqceaata 
ycagctgtqa 
■ ta tytggqaa 
qcctgcttcg 
ttgtttccac 
tatgagaaac 
tttgaagtca 
acaggactcc 
acactcagay 
cgygaggatt 
agctaoacag 
acactcaatt 
cataaagtgt: 
agagcatggg 
gttgct tgae 
ca tgt t tact 
gatagaactc 
acacaatttc 
gcctg tgtct 
ccctg LgtLe 
tgcctgqggt 
accagcatca 
acattcctat 
caaccagt.t t 
taaggtggag 
acatgtacac 
tcaaggatta 
aaaat.aat.Lc 
ga Lgaaagag 
taaattaggg 
attaatgaag 
atgtgttygg 
tcctgaagag 
ggyytcctgt 
tattggatgg 
gaaat ttg Lc 
agta tecaea 
Lygeaa taca 



aagaagacga 
gctttgcagc 
qgqt ttctyc 
cttyta CCEiC 
tteg ttgcac 
acaggtttgy 
atactgcatg 
tgcaca ttaa. 
caettgoca t 
c Lctctatat 
agctgaaaat 
aqttca tctc 
yctcacettg 
aggaaagqaa 
tcttyttaat 
cgq ttccggc 
cLtcgaa tga 
Lgg gaaat Lc 
gtgataagag 
ccaqycqgtg 
tctgagtteg 
agaaaccctg 
tgaatgcaag 
gcatycctca 
cctt. tygttt 
ttacc ttgaa 
ttggyttaag 
at tga gag tg 
atygtgcttt 
Laaagcataa 
ca tag gcctg 
qaaaaaga tg 
agaaacaaca 
aaccccagag 
agccaattat 
agtgactagg 
acacaacaca 
aat tcttcaa 
tgctttggag 
co ttcatggc 
tttectatac 
ctgtatctat 
aagaggaa ta 
ctaaagacaa 
cagccaaa tc 
ttccctgggt 
Lc tgtaacte 
ctttggtctt' 
gaagcagaty 



a tatgatacc 
tagcgtgagg 
tgaactcaaa 
acacactgtt 
otyycttytt 
tgttttgact 
ctgqtt tccc 
tggctcaagc 
tgaccaagtg 
acag tgggag 
ttacaacaca 
aaaaattga t 
cagaatgcca 
gtccttggta 
cttctcactc 
cccaaaqagt 
aaccaaaatt 
cacgtt Lt.ga 
caaggactgc 
g taqaqctcy 
aggccagctt 
Lctcgaaaaa 
tcaccaaccc 
ctcaaacctc 
ectacecaqa 
ctt tttgcac 
ttgccagtgg 
aacccaaa tt 
tcccctttea 
ggtaacattg 
ttcaaggaaa 
gttcagatga 
acaacaacag 
ttgggaga ta 
gttatctcta 
cagatcctct 
aagacacca t 
ygcLtc tagg 
gtgattgctg 
aacotgttgg 
a ta ttacaa t 
agy tcttttt 
agtagtga ta 
tgaaagaaga 
ttgctagta t 
ggqgcagtct 

ct tcca tgag 
ccttcttctt 
ctcacay Lea 



agaaagactg 
accatLctga 
gctccaccag 
gtaag tagee 
yggaaggaty 
gaaaaatgee 
agqacattta 
aagcytgctg 
aatcctccaa 
aaaccactt t 
aaaaatggtc 
gatg ttteta 
ggaaggtggg 
qaa tggcatc 
dtctgeagag 
aaca tcaaaq 
yaag ttg Lac 
tgyca ttttg 
tatttcttgg 
coLt Laa Lac 
ggtc Lata a a 
acaaacaaac 
atccagaca t 
cttgctcaca 
gtaccatgtt 
aggagacagt 
Lagcactcag 
caagactgtc 
gLtctagaa t 
aggcaaaaac 
tg tetaagee 
cgaagaagca 
cagcagcaac 
aagacaagag 
ggt tcac tga 
ga tactgact 
tccc tat tga 
tactc tggaa 
gatctagaai; 
Leaaetcatg 
tgta taaaaa 
gatgggctga 
gaggyacc ta 
a a tqgtactc 
atgeaatag t 
ctggatggtc 
tattttgttc 
gagt t tea tg 
tcta Ltyyat 



540 

600 

660 

720 

780 

340 

900 

96 0 

1020 

1000 

1140 

12 00 
1260 

13 20 
1380 
144 0 
15 00 
15 60 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
24 0 0 
2460 
2520 
2 580 

2 64 0 
2700 
27G0 
2820 
2880 
2940 
3000 

3 060 
3120 
3180 
3240 
3 300 
3 360 
3420 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/7 3 4, 847 



DATE : 
TIME: 



.12/28/2000 
08:33:18 



Tnput: set : 
Output Set: 



A:\ES. txt 

N:\CRF3\12 2 820 00\I7 34 84 7 .raw 



181 
133 
184 
18 5 <212> 
.18 6 <213> 



179 gaaacaeagg gcccctaatg aaggaqccag agaaagtacc oaaggagcta aaagggtctg 34 80 

180 caaccctata gcaggaacaa caatatganc tacccagena ccctcagaaa tgtaaatgaa 3540 
qaaaatatct aataaaaaaa aaaaaaaaaa a 3571 
<210> SEQ ID NO: 10 
<2il> LENGTH: 20 

TXPE : UNA 

ORGANISM: Artificial Sequence 

188 <220> FEATURE : 

189 <2 23> OTHER INFORMATION: Antisense Oligonucleotide 

191 <400> SEQUENCE: 10 

192 gacttccttt cctttcctgg 20 

194 <210> SEQ ID NO: 11 

195 <211> LENGTH: 20 

190 <212> TYPE: DNA 

197 <213> ORGANISM : Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Antisense Oligonucleotide 
202 <4 00> SEQUENCE : 11 

2 03 aacaagacga agcaggcagc 20 
<210> SEQ ID NO: 12 
<211> LENGTH: 20 
<212> TYPE: DNA 

<213> ORGANISM : Artificial Sequence 



199 
200 



205 
206 
207 
208 

210 <2 20> FEATURE: 

2:11 <223> OTHER INFORMATION: Antisense Oligonucleotide 

213 <4 00> SEQUENCE : 12 

214 ctacactctg caqatgagtg 
21() <210> SEQ TD NO: 13 

217 <211> LENGTH: 20 

218 <212> TYPE: DNA 

210 <213> ORGANISM: Artificial Sequence 

221 <220> FEATURE: 

222 <223> OTHER INFORMATION: Antisense Oligonucleotide 
2 24 <4 00> SEQUENCE: 13 

225 gceatLctat eaaggaettc 

227 <210> SEQ TD NO: 14 

2 28 <211> LENGTH: 20 

229 <212> TYPE; DNA 

2 30 <213> ORGANISM 



20 



20 



Artificial Sequence 

<2 2 0> FEATURE: 

<223> OTHER INFORMATION: Antisense Oligonucleotide 
2 35 <4 00> SEQUENCE: 14 
236 gecatgctat caagcacttc 
2 38 <210> SEQ TD NO: 15 
LENGTH : 20 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<2 2 0> FEATURE: 

<223> OTHER INFORMATION: Antisense Oligonucleotide 



232 
2 33 



239 <211 
24 0 
241 



24 3 
24 4 



J : k://C:\C^ • , v 12/28/00 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/7 3 4 , 84 7 



DATE: J 2/2 8/2000 
TIME: 08:33:18 



Input: Set 
Output Set 



A:\ES.txt 

N:\CRF3\I2 2 82000\I7 34 84 7 .raw 



24 6 <4 00> SEQUENCE: 15 
24 7 g ctri toe La t cangcacgtc 



20 



24 9 <2."10> SEQ ID NO: 16 
2 50 <211> LENGTH: 20 
251 <212> IT PL' : DNA 

25 2 <: 2 1 3 > ORG AN J y m : Ar t.i ficiai Sea u e nee 
254 <220> FEATURE: 

25 5 <22 3> OTHER INFORMATION: Antisense Oli90nucleoti.de 

25 7 <4 00> SEQUENCE: 16 

2 58 gacttcotta ectttcctgg 20 

260 <210> SEQ ID NO: 17 

261 <211> LENGTH: 20 

262 <2'12> TYPE : DNA s \ ■■ ■< . 

263 <213> ORGANISM: Artificial Sequence ■ ■■■■ 

26 5 <2 2 0> FEATURE: 

266 <22 3> OTHER INFORMATION: Antisense Oligonucleotide 
26 8 <4 00> SEQUENCE: 17 

26 9 gacttcctct tcttccctgg 20 

271 <210> SEQ TD NO: 18 

272 <211> LENGTH: 20 

27 3 <212> TYPE : DNA 

2 74 <2.13> ORGANISM: Artificial Sequence 

276 <22 0> FEATURE: 

277 <223> OTHER INFORMATION: Antisense Oligonucleotide 

27 9 <4"00> SEQUENCE: 18 

28 0 gaeetctttc octet totgg 2 0 
28 2 <210> SEQ TD NO: 19 

28 3 <211> LENGTH : 20 

284 <212> TYPE: DNA 

285 <213> ORGANISM: Artificial Sequence 

28 7 <2 20> FEATURE: 

288 <2 2 3> OTHER INFORMATION: Antisense Oligonucleotide 

290 <400> SEQUENCE: 19 

291 gtttttcctt ctgaatgtga 20 

29 3 <2'I0> SEQ TD NO: 2 0 
29 4 <211> LENGTH: 2 0 

29 5 <212> TYPE: DNA 

296 <213> ORGANISM: Artificial Sequence 
29 8 <220> FEATURE: 

29 9 <2 23> OTHER INFORMATION: Antisense Oligonucleotide 

301 <4 00> SEQUENCE: 20 

302 ctttcctttc ccacataaat 20 

3 04 <210> SEQ ID NO: 21 

30 5 <211> LENGTH: 20 " 
30 6 <212> TYPE: DNA 

30 7 <2I3> ORGANISM: Artificial Sequence 
30 9 <2 20> FEATURE: 

310 <223> OTHER INFORMATION: Antisense Oligonucleotide 
312 <400> SEQUENCE: 21 



<210> 39 
<211> 926 
<212> m 

<213>/Artificial Sequence 



<400> 39 

gaatctcttt ctctcccttc agaatcttat cttggctttg gatcttagaa gagaatcact 60 



VERIFICATION SUMMARY DAT J J : .12/28/2000 

PATENT APPLICATION: US/09/7 34,84 7 TIME : 08:33:19 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12282000\l734847.raw 

L:18 M:270 C: Current Application Number differs. Replaced Current Application Wo 

L:1H M:2?:i C: Current Piling Date differs, Replaced Current Filing Date 

L:5U7 14:258 W: Mandatory Feature mi.ssinq, <220> FEATURE: 

L : 5 0 7 M : 2 5 8 W : Ma n da t; or y F e attire missing, < 2 2 3 > OTH E R I N FO KMA TI ON : 



